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4 <110> APPLICANT: CASSART, Jean-Pol 

5 GERARD, Caterine Marie Ghislaine 

6 PALMANTIER, Remi M . 

7 HAMBLIN, Paul A. 

9 <120> TITLE OF INVENTION: Immunogenic Compositions Comprising A Xenogenic Prostate 
Protein P501S 

11 <130> FILE REFERENCE: B45310 
C--> 13 <140> CURRENT APPLICATION NUMBER: US/10/517 , 552 
C--> 15 <141> CURRENT FILING DATE: 2004-12-08 

15 <150> PRIOR APPLICATION NUMBER: PCT/EP03/ 06095 

16 <151> PRIOR FILING DATE: 2003-06-06 

18 <150> PRIOR APPLICATION NUMBER: GB 0213364.3 

19 <151> PRIOR FILING DATE: 2002-06-11 

21 <150> PRIOR APPLICATION NUMBER: GB 0221689.3 

22 <151> PRIOR FILING DATE: 2002-09-18 
24 <160> NUMBER OF SEQ ID NOS : 11 

26 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

28 <210> SEQ ID NO: 1 

29 <211> LENGTH: 553 

30 <212> TYPE: PRT 

31 <213> ORGANISM: Rattus norvegicus 

33 <400> SEQUENCE: 1 

34 Met lie Gin Arg Leu Trp Ala Ser Arg Leu 

35 1 5 10 

36 Gin Leu Leu Leu Val Asn Leu Leu Thr Phe 

37 20 25 

38 Ala Ala Gly lie Thr Tyr Val Pro Pro Leu 

39 35 40 

40 Glu Glu Lys Phe Met Thr Met Val Leu Gly 

41 50 55 

42 Leu Val Ser Val Pro Leu Leu Gly Ser Ala 

43 65 70 

44 Arg Tyr Gly Arg Arg Arg Pro Phe lie Trp 

45 85 90 

46 Leu Leu Ser Leu Phe Leu lie Pro Arg Ala 

47 100 105 

48 Leu Cys Ser Asp Thr Arg Pro Leu Glu Leu 

49 115 120 

50 Val Gly Leu Leu Asp Phe Cys Gly Gin Val 

51 130 135 

52 Ala Leu Leu Ser Asp Leu Phe Arg Asp Pro 

53 145 150 

54 Phe Ser Val Tyr Ala Phe Met He Ser Leu 

55 165 170 
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Gly Gly Cys 
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15 

Val Cys Leu 
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100 Gly Leu Gly Leu Val Ala He Tyr Phe Ala Thr Gin Val Val Phe Asp 

101 530 535 540 



102 Lys Asn Asp Leu Ala Lys Tyr Ser Leu 

103 545 550 
106 <210> SEQ ID NO: 2 
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107 <211> LENGTH: 2314 

108 <212> TYPE: DNA 

109 <213> ORGANISM: Rattus norvegicus 

111 <400> SEQUENCE: 2 

112 gggctcttag acaccgcaac aaaagcaact ttcctccaag ccactgccac ctgttgggtt 60 

113 ttcacacatt tcgagcttta gttccgatcc ccagaacatc cacgtagttt ttctggcctt 120 

114 ctggctgagc catggaggcc gacagaggag gggagaagtt tgaagcttga gaaggatttc 180 

115 cgtatgcgca aggctaccca tgcttgtcct tcctcccatg accctggtca gccctcctct 240 

116 gccctcctct tcctgccccc cttctctcca gggtccgact gacgagatgt gtccccatca 300 

117 agcaaggcac tagatggtga cgtgttcagt gtgggatgag atgccgaagt ggtactcaag 360 

118 ggctggccga aatgggagcc tggctgcacc ctcggaggtt ggtgctagca aggaggagaa 420 

119 gccgcggcag ggctgactca aaacagctgt ggggtgtgtg aatggccccc ggacccctaa 480 

120 ccgccctgtc catcatgatc cagaggctgt gggccagccg tctgctaagg catcggaaag 540 

121 cccagctcct gctggtcaac ctgctaacct tcggcctgga ggtgtgcctg gctgctggca 600 

122 ttacctatgt gccacccctt ctgctggaag tcggggtaga ggaaaagttc atgaccatgg 660 

123 tgttgggcat tggcccagtg ctgggcctgg tttctgttcc actcctaggc tcagccagtg 720 

124 accagtggcg tgggcgctat ggccgccgga gaccctttat ctgggctctg tccctgggtg 780 

125 tcctgctaag cctcttcctc atcccgaggg ccggctggct ggcagggcta ctgtgttcag 840 

126 atactaggcc cctggagttg gccctgctca tcttgggagt ggggctgctg gacttttgcg 900 

127 gccaggtgtg ctttactcca ctggaggcct tactctccga cctcttccgg gacccagacc 960 

128 actgccgcca agccttctct gtctatgcct tcatgatcag cctcgggggc tgcctgggct 1020 

129 acctcttacc tgccattgac tgggacacca gcgccctggc cccctaccta ggcactcagg 1080 

130 aagaatgcct cttcggcctc ctcaccctca tttttctcat ctgtgtggca gccactctgc 1140 

131 ttgtggctga ggaggcagtc cttggcccac ccgagccagc agaagggttg ttggtctcct 1200 

132 ccgtgtcacg ccggtgctgc tcatgccatg ctggcctggc tttccggaat ctgggtaccc 1260 

133 tgtttccccg gctgcaccag ctgtgctgcc gaatgcctcg caccctgcgc cggctctttg 1320 

134 tggctgagct gtgcagctgg atggcactta tgactttcac actgttctac acggacttcg 1380 

135 tgggagaggg gctgtaccag ggtgtcccca gagcagagcc aggtaccgag gcccggagac 1440 

136 actatgatga aggcattcga atgggcagcc tggggctctt cctgcagtgt gccatctccc 1500 

137 tgttcttctc cctggtcatg gacaggctgg tacagaagtt cggcacacgg tcagtctacc 1560 

138 tggccagtgt gatgaccttt cccgtggctg ccgctgccac gtgcctgtcc cacagcgtgg 162 0 

139 ttgtagtgac agcctcagct gccctcaccg ggttcacctt ctcagccttg cagatcctgc 1680 

140 cttacacgct cgcctccctc taccatcgag agaagcaggt gttcctgccc aaataccgag 1740 

141 gggacgctgg aggtggtagc agtgaagaca gccaaacaac cagcttcttg ctaggcccta 1800 

142 agccaggagc tcccttcccc aatggacacg tgggccctgg cggcagcagc atcctggtgc 1860 

143 ccccacctgc actctgtggg gcctctgcct gtgatgtctc catgcgagtg gtagtgggtg 192 0 

144 agccacctga agccaaggtt gttactggac ggggcatttg cctggacctt gccatcctgg 1980 

145 acagtgcctt tctgctgtcc caggtggctc cgtccctgtt catgggctcc attgtccagc 2040 

146 tgagccactc tgtcactgcc tatatggtat cagctgcagg cttgggtctg gtcgccattt 2100 

147 actttgctac acaggtagtg tttgacaaga atgacttggc caaatactca ctgtagaatt 2160 

148 ctgtaaggca tcaaagaaga ggatctgcct ccccggttct cagccccaga gggctgcaga 222 0 

149 gctggtctct ttccggtctc tgttgccctg agtggctctc cactgccatc cgaaggcagt 2280 

150 gaggtgtatg gctgcacagg ttggagcttt tggc 2314 

152 <210> SEQ ID NO: 3 

153 <211> LENGTH: 553 

154 <212> TYPE: PRT 

155 <213> ORGANISM: Maccaca fascicularis 

157 <400> SEQUENCE: 3 

158 Met Val Gin Arg Leu Trp Val Ser Arg Leu Leu Arg His Arg Lys Ala 
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227 545 550 

230 <210> SEQ ID NO: 4 

231 <211> LENGTH: 3514 

232 <212> TYPE: DNA 

233 <213> ORGANISM: Maccaca fascicularis 

235 <400> SEQUENCE: 4 

236 aaaaaaaaag ccgccggctg gcgcgcgtgg ggggcaagga aaagaggggg gaaaccagtc 60 
2 37 tgcacgcgct ggctccgggt gacagccgcg cgcctaggcc aggcagcgtc tccctctgtc 12 0 
238 acccagactg gaggcaatgt tctgatcact gcacactgca cccttgacct cccagactca 180 

23 9 agcaatcctc ccatctcagc ctcttaagta gctgggacca caggatctga gtgatgagat 240 

24 0 gtgtccccac tgaggtgccc cacagcagca ggtgttgagc atgggctgag aagctggacc 3 00 

241 ggcaccaaag ggctggcgga aatgggcgcc tggctgattc ctaggcagtt ggcggcagca 360 

242 aggaggagag gccgtggctt ccggagcaga gcggagacga agcagttctg gagtgcttaa 420 

243 acggccccct gagccctacc cgcctggccc actatggtcc agaggctgtg ggtgagccgc 480 

244 ctgctgcggc accggaaagc ccagctcttg ttgatcaacc tgctaacctt tggcctggaa 54 0 

245 gtgtgtttgg ccgcaggcat cacctatgtg ccgcctctgc tgctggaagt gggggtagaa 600 

246 gagaagttca tgaccatggt gctgggcatc ggtccagtgc tgggcctggt ctctgtccca 660 

247 ctcctaggct cagccagtga ccactggcgc ggacgctatg gccgccggcg gcccttcatc 720 

248 tgggcgctgt ccttgggcat cctgctgagc ctctttctca tcccaagggc tggctggctg 780 

249 gcagggctgc tgtgcccgga tcccaggccc ctggagctgg cactgctcat cctgggcgta 840 

250 gggctgctgg acttctgtgg ccaggtgtgc ttcactccac tggaggccct gctctctgac 900 

251 ctgttccggg acccggacca ctgtcgccag gcctactccg tctatgcctt catgatcagt 960 

252 cttgggggct gcctgggcta cctcctgcct gccattgact gggacaccag tgccctggcc 1020 

253 ccctacctgg gcacccagga ggagtgcctc tttggcctgc tcaccctcat cttcctcacc 1080 

254 tgcgtagcag ccacactgct ggtggccgag gaggcagcac tgggccccgc cgagccagcg 1140 

255 gaagggctgt ctgccccctc cctgccgtcc cactgctgtc cgtgctgggc ccgcctggct 1200 

256 ttccggaacc tgggcgccct gcttccccgg ctgcaccagc tgtgctgccg catgccccgc 1260 

257 accctgcgcc ggctcttcgt ggctgagctg tgcagctgga tggcactcat gaccttcacg 1320 

258 ctgttttaca cggatttcgt gggcgagggg ctataccagg gcgtgcccag agctgagctg 1380 

259 ggcaccgagg cccggagaca ctatgatgaa ggcgttcgga tgggcagtct ggggctgttc 1440 
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